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1. Introduction

1.1 General information

» Product name: Seegene Viewer

« Manufacturer: Seegene Inc

«  Manufacturer's country: Republic of Korea
« Device Identifier No.. SWSVRCAIO1

1.2 System requirements

» 300MB of available hard-disk space

+ 2GB of RAM

o 1024 X 768 or higher resolution display

« Supported operating systems: Microsoft Windows Vista, Microsoft Windows 7,

Microsoft Windows 8, and Microsoft Windows 10

1.3 Intended use

Seegene Viewer is an application to operate In Vitro Diagnostic (IVD) equipment by
trained laboratory technicians. And, this is a software that helps users to view data
generated from a Real-time PCR instruments under Microsoft Windows environment.

And it can also collect and analyze data generated by the associated device.

1.4 Troubleshooting

If a problem occurs while using the Seegene Viewer, please run the program again.
Nevertheless, if the problem persists, you should contact the person in charge or your

agency.

Note: This Seegene Viewer is for Emergency use authorization only in Canada.
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2. Installation

« Alert: Before installing this software, activate security programs such as anti-virus

software or firewall on your PC.

2.1 Run the ‘Seegene Viewer' installation file(.exe).

2.2 Click the '‘Next’ button.

ﬂ nstallation of Seegene Viewer for Real time Instruments = *

This will install Seegene Viewer for Real time Instruments
on Your computer,

It i5 recommended that you exit all ather programs
before proceed with installation,

Click <Mewts to continue installation,
0r, click <Cancel: to cancel installation,

SH e ) Meut Cancel

2.3 Click the ‘Install’ button.
(Seegene Viewer is installed in the C:H#Seegene# path.)

ﬂ Installaticn of Seegene VWiewer for Real time Instruments = Pt

Seegene Miewer far Real time Instruments will be installed
to following folder,

Click <Install> to begin installation to following folder,

Space needed: 68, 372KBytes

~Install folder—
‘ iC:WSeegene
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2.4 Wait for the installation to be completed.

gl Installation of Seegene Viewer for Real time Instruments = o

Installing Seegene Viewer for Real time Instruments,

Click <Abort> to abort installation,

Installing to!
CiSeegene

Installing itern:
e Seegenetcom®menutSghMenuBarge, class

Frogress:

12%

2.5 Installation is completed.

gl Installation of Seegene Viewer for Real time Instruments X

Installation of Seegene Yiewer for Real time Instruments
completed,

v Run application,

01/2022



@ Seegene Seegene Viewer

@@ @ & =
File Edit Option Help @ @ @
WO@® @@ | B e wwyomuosmy | @ Seegene
'R) admin-2014-11-03 11-26-32.CC010%4 allrp1.sensi - Quantation Ct Results usx X | =]
WELL PLATE & LA VELL;EHW@‘ a
QBN T B L 0 11 12 FaM HEX [ Cal Red 610 F Quasar 670
0000® ' ' ' I
0000 L ™M [ sy
000 | e £ 15004
0000 L gy i t i i 2
000 5004 | | | | L
Q0D LU oy - - s00f.
L) ._‘_-_J AL -5004 | I
JIII@IJ| -0l | | | | B T
] 10 20 30 I ] 10 20 E) 4
. Negative . Positive 0 Invalid  [7] sombine Cycle (Graph 1) Cycle {Graph 2}
@ weuvresur {1) o
Well nfo | Positive Find (] [ @ Venrlical O Horlzontal
FAM HEX Cal Red 610
[0 sample No Patient Id Well MName Type
RSV A cit) Flu & =] RSVE ci Flu B City Flu A-H1pdm09 Cit
] A0 | T0CEASVA | sAMPLE - /A - N/ - /A 549 - NAA ~
[m] B0l ICLFWE | sampLE - N/A - N/A - N/& 28,69 - /&
|m] ol 10°3_FluB SAMPLE - N/A - N/A - N/& 33,02 - /A
m] ool I0°2FWB | saMPLE - hsA - N/ - /A %98 - /A
0 EO1 50.Fiug SAMPLE - NFA - N/A - N/A 3,54 - /A
[m] Fol 10_FuB SAMPLE - N/A - /A - /A 40,43 - N/
0 G0 flug SAMPLE = hya 5 /A - /A e - /A
m] Agz | 10°ASVA | saMPLE - N/A - N/A - /A 24,94 - T4/8
(m] Bo2 | I04FB | sampLE - N/A - (28 - /& 28,34 - LS v
€ 3 >
3.1 File

@. HL?

() Save WorkList(pirn)
(g ) Exit
a. Open

Open a raw data file exported from a Real-time PCR instrument or a file previously

saved in the Seegene Viewer.

b. Save

Save the current status of the Seegene Viewer as a .svxd file.

c. Print

Print the current analysis results of the Seegene Viewer.
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d.

Export

Export the currently visible Well information to an Excel file.

HL7
Transfer data to the HL7 standards.
£l H7 X
HLT
Save Setting Send

e HTTP or MLLP(TCP/IP): Choose HTTP or a MLLP protocol to set up.

+ Include User or Include Lot No or Include Clot : Choose the option to include

information as User/Lot No/Clot.

« Each Sample or All Sample : Choose the option whether sending the selected

samples one by one or at once.
» IP: HTTP or MLLP IP Address can be set.
» Port : Input the MLLP Port setting.

Save WorkList(plrn)

Save the WorkList for re-examining positive samples among the analysis results

using the plrn file. The storage path of the WorkList can be set in Option > Path

Setting.

« Notice: Available only when using plrn files created from Seegene Launcher

V6.02.008 version or later.

Exit
Exit the program.
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3.2 Edit

€t |

@ Panel Integration(Default)
@ Panel Integration(Sample No)
@ Panel Integration(Patient Id)
@ Panel Integration(Well Name)

@ Plate Integration

a. Panel Integration(Default)

Integrate the results of Wells selected in the Profile.

b. Panel Integration(Sample No)

Integrate results of Wells with the same Sample No.

c. Panel Integration(Patient Id)

Integrate results of Wells with the same Patient Id.

d. Panel Integration(Well Name)

Integrate results of Wells with the same Well Name.

e. Plate Integration

Integrate data from different p

3.3 Option
Option

Instrument ]
Language »
Wild Control ¥
Standard Setting *
Mimbus/STARIet Setting ¥
Sample Index Setting »
Export File Format b
Export All *
Export Melt Temperature >
Apply Mode *
Megative Cif) Value >
Print Items
User Account
Fath Setting
TestKit Frofile

lates.
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a. Instrument
Select a real-time PCR instrument you want to analyze.

The list of instruments you can select is as follows.

AB7500 v1.4

AB7500 FastDx

AB7500 v2.0.5
v CFX96

CFX96 Dx

b. Language
Select a language you want to use.
v | English

Estonian

French
German
[talian
Kaorean
Latvian
Lithuania
Portuguese
Spanish
Turkish

c. Wild Control
Set up whether to use Wild Control or not.
e Enable : Get the saved Wild Control value.

« Disable : Select if you don't use Wild Control feature.

d. Standard Setting
Set up whether to use Standard Setting or not.
» Enable : When analyzing BV products, standard well information is saved
separately as follows. The stored information will then be used for BV product
analysis without Standard Well information.

» Disable : Select if you don’t use Standard Setting feature.

9 01/2022



@ Seegene Seegene Viewer

© Standard History Information X

File Hame Date

admin_2015-05-26 06-53-31. svsd 2015-08-26
admin_2015-06-17 15-40-43 svsd 2016-06-17

0K Cancel

e. Nimbus/STARlet Setting
Set up Nimbus or STARlet Setting file on the Seegene Viewer.

Option
Instrument >
Language *
Wild Control 4
Standard Setting H
Mimbus/STARlet Setting * CSV Enable * Sample No
Sample Index Setting * |+ | LMS{plrn) Enable Patient Id
Export File Format # Dizable Well Mame
Export All ¥
Export Melt Temperature ¥
Apply Mode ’
Megative C(t) Value *
Print ltemms
User Account
Fath Setting
TestKit Profile

» CSV Enable : Choose one among Sample No, Patient Id, and Well Name that
the Barcode number in the CSV file is placed.

« LIMS(.plrn) Enable : You can set Well Name, Patient Id, and reagent barcode

information using plrn file data.
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&8 umscplm)

Well Mame

Patient |d

aK Cancel

Path : Set the default path where the LIMS (.plrn) file will be saved.
Plate Barcode : Set whether to use the Plate Barcode when opening a file.

Barcode : Set the location where the barcode information set in Seegene

Launcher will be entered in Seegene Viewer.

Name : Set the location where the name information set in Seegene Launcher

will be entered in Seegene Viewer.

« Disable : Select if you don't use any setting files from Nimbus/Starlet on Viewer.

f. Sample Index Setting
Set whether to use the Sample Index Setting or not.
« Enable : Numbers are entered sequentially in Sample No.
 Disable : Select if you don't set the sample index.
g. Export File Format
Export File Format 2ol o | XLSX
Export All > Csv
Export Melt Temperature b LS
When exporting to Excel, you can specify the file format to be exported to use.
(XLSX, CSV, XLS)
h. Export All

« Enable : In Auto mode, all Well information is exported at once.

+ Disable : Only the Well information selected in Auto mode is exported.
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i. Export Melt Temperature
« Enable : When analyzing the results of Anyplex™Il products in the Seegene
Viewer, a function is added to include melt peak height (Result) and melting
temperature (Tm) data of each melt peak. In Auto mode, the melt peak height
(Result) and melting temperature (Tm) results of each melt peak are included
and displayed.

» Disable: Select if you don't use Export Melt Temperature feature.

j.-  Apply Mode
» Auto : The selected product is automatically applied to the Well.

« Manual : Selectively apply the selected product to each well.

k. Negative C(t) Value
Set whether the Negative C(t) value is displayed or not. (Notice : Only available to
Anyplex™).
+ Visible : Negative C(t) value is displayed.

« Invisible : Negative C(t) value is not displayed.

.  Print Items
Select the items to be displayed when the output is printed. And select the paper

size when the output is printed.

€8 print items X

Print

8 88

+ Visible
- Sample No : Sample No. is displayed when printing.
- Patient ID : Patient ID is displayed when printing.

« Paper Size
- A4 : When printing, it is printed in A4 paper size.

- Letter : When printing, it is printed in letter paper size.
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m. Uesr Account

Manage user accounts.

B3 User Account : @j(
8+ 8-

User Account

Management

llear Mame
dser Name

©000

@ Modification Date
- |

Save User

@ Add a User Account.

@ Delete a User Account.

® Display the User ID.

@ Display the User Name.

® Display the Role of the User Account.

® Enter the User Name.

@ Enter the User ID.

Enter the User Password.

(© Check the User Password.

If your role is a User, you can only modify your own account.
@ If your role is a Manager, you can modify the entire account.
@ Display the date when the User account was changed.

@ Display the date when the User account was created.
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n. Path Setting
Set the default path for Open, Save, Export, Save WorkList (plrn) and LIMS(.plrn).

Fath Settin =
o ® @
OUpen B M

Export l:'] ]ﬁl‘
@"2‘:9 WarkList(pim) B &

LIMS( plrn = ]

Ok | Cancel |

@ Set the default path of RawData.
@ Set the default path to save the SVXD file.
® Set the default path to export.
@ Set the default path where the WorkList file will be saved.
® Set the default path to open the plrn file.
® Open the path setting dialog window for default path setting.
@ Delete the default path set for each item.

o. TestKit Profile
Set TestKit Profile information.
Administrator's functions are provided to manage product lists and information.

Please refer to the separate ‘Setting Manual’ for administrators.
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3.4 Help

Help

@ About Seegene Viewer
@ Release Note

@ Notice

@ User Manual

a.

About Seegene Viewer

You can check the version information and license contents of the Seegene Viewer.
Release Note

You can check the update history of the Seegene Viewer.

Notice

You can see the notices of the Seegene Viewer.

User Manual

You can see the User Guide of the Seegene Viewer.

3.5 Quick Menu

0O @B =@ >
@0 0@Ee@®6

a. Returns to the home screen.

b. Import the result exported from the device or the file saved in Seegene Viewer.

c. Save the current state of Seegene Viewer in ".svxd' format.

d. Print the selected results.

e. Export Well information into an Excel file.

f. In Auto mode, Well analysis data and additional information are extracted as Excel
data in the "C:WSeegeneWSeegene Instant Data” path. (However, the Excel data in
the folder is updated with the latest data and only one Excel file is saved.)

g. If information for HL7 transmission (HTTP: IP, MLLP: IP, Port) is set, the analysis
result of the selected Well is sent to LIS without opening the HL7 window.
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3.6 Layout

You can change the layout of the Seegene Viewer.

The types of layouts that can be changed are as follows.

p—

B8 8 0O

L

3.7 PRODUCT
Select the TestKit to be used.

3.8 TAB

You can open the tab to see several results.

3.9 Well Plate

The Well Plate picture of the Real time PCR instruments is as follows. In the Well

Plate, you can check 6 functions.

o WELL PLATE

i S el (G el P e
00006060 -
000000060 -

ONegative °F‘Dsitive &Invalid [] combine

o

PP .PP® -
00000060606 -

00060660 -

00000060 -
000000060 -

=

00000060

PP.LPP®

~a

a. Status indicator of Wells
« The status of the Wells displayed on the plate means the following.
Type Description Type Description
o Does not apply @ Negative Control
o Positive @ Positive Control
o Negative O Standard Control
(X ] XWTC b Invalid
@D MWTC
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b. Select Wells to apply the product

C.

o
r-a

PEceoe -

—

Mo dappl el Eael sesl i) Sleal
0000000 -
00000800 -
©cooRERE -
00 066 -
200666 -
20060606 -

« Select Wells to apply the product by dragging it with the mouse as shown in the

picture.

Analyze the results with the Panel in TestKit

g w1

EE"ES 33552

90000

»

€ o Print Check B set
E 0 Control Check >

- Q@ S
H@ @ 99

» After selecting the Wells to be applied, the results are analyzed with the Panel in

the TestKit.

d. Print Check

TG I
» IEEEe 000
B D06 000
c D080 000
D Test Kit > .°

= @
F 0 Control Check  *
) :

 After selecting the Well to be printed, click “Print Check” to activate the Print

Check in the Well Info tab.

17
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e. Control Check

Test Kit
Print Check
Control Check 2

HO U@

« If there are multiple Positive Controls and Negative Controls, you can select the

Disable

Positive Controls and Negative Controls to be printed out.

f. Combine
ONegati'u'e °Pnsiti'-.-'e @Inuaﬁd [¥] Cambine

« When Well is selected on the plate after checking ‘Combine’, integrated Wells set

in Profile are selected together.

3. 10 Well Graph
Display a graph of the selected Well.

To integrate graphs of other channels, check in the boxes of those channels.

¥ WELL GRAPH o
[FlFaM [TJHEX []CalRed610 [7|Quasar670 [¥]Quasar 705 [Flist [Fl2nd [#]3rd
Q@ © Of © O @ 0
)

250
= 200
=
=) 3
£ 150 (i)
¥ 1007

50 7

o4 Add

55 60 65 70 75 80 85
Temp

a. Show the graph information on the FAM channel.

b. Show the graph information on the HEX channel.

c. Show the graph information on the Cal Red 610 channel.
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d. Show the graph information on the Quasar670 channel.

e. Show the graph information on the Quasar705 channel.

f.  Show the 1st information on the graph.

g. Show the 2nd information on the graph.

h. Show the 3rd information on the graph.

i. Pathogen’s name.

j. Results graph.

k. Well Number.

3.11 Well Info

Wel Info PostveFind [0 @ veriedl O n

il Sample No  Patientld Well Name Type FAM HEX Cal Red 610 Quasar 670 Quasar 705 Auto Interpretation Comment
I SAMPLE
2l B01 58 SAMPLE
|l <01 60 SAMPLE
E 001 | 61 SAMPLE
[l E01 63 SAMPLE
i Fo1 64 SAMPLE
[ G0L [ 65 SAMPLE

B
g

F HOL | 66 SAMPLE
] AD2 &7 SAMPLE
F B2 | 68 | SAMPLE
Ll €02 | 69 | SAMPLE
D0Z | 70 | SAMPLE
i E02 | 71 | SAMPLE

Fo2 n SAMPLE

Nl G0Z i SAMPLE

The Well information when importing the exported file
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S #peLY RESULT

Well Info

Posttive Find [7]

®

SampleNo  Patientld  Well Name Type FAM

Cal Red 610 Quasar 670 Quasar 705

| Posiive Checkilll  ® Vs;za\ -:.Hm'Euma
Quasar 670 Auto Interpretation
ic

1

”

66 | a5 | 58 | 51 | 59 | 16 | 33 | 39 | s2 [ 35 | 18 | 56 | 8
Q‘ A0z
SAMPLE S1(se) 3104
26 |6 | 13 |42 [ m |5 |4 |58 |0 [e1 | 6 | .| 4
A8 | 1801624548
66 | 45 | 58 | 51 | s8 | 16 | 33 | 38 | sz | 35 | 18 | s | ee
B0Z | 1801636567
(] SAMPLE - = = = = = - = = = 53(+)
25 | 85 | 13 | 42 | 82 | 53 | 43 | 5 | m | &1 | 6 | a4 | 40
808 | 1801636567
8 | 45 | s8 16 | 33 52 | 35 | 18 | 56 | 68

02 | 1801635202

—Positive Count : 68(0:2). 51(Q:1). 302, 53(Q:1)

e.

f.

Results displayed when TestKit is applied

All Wells are selected.

One Well is individually selected.

Check only for positive Pathogens. You can choose only for the Pathogen you want

to check.

Positive Check

When analyzing HPV28, HPV HR, and STI Essential products, you can check positive

information by pressing the check button after entering the barcode.

E3 positive Check

1801624548

Please check the bar code number

0K

Arrange the Wells in the 'Vertical' direction.

Arrange the Wells in the "Horizontal’ direction.

E8 Paositive Check

1601624548
AD2, ADE
PQOSITIVE, NEGATIVE

S1(+4).31(#+), -

g. Positive Count : It shows the number of each positive target.

Ok,

Check

20
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4. Exporting Raw data from Real-time PCR Instruments

« For the analysis method by TestKit, refer to the guide information of the TestKit.

4.1 CFX96

Select Tools > Seegene Export.

| [d Repors..
|EQ  Import Fluorophore Calibration...
| @ Replace Plate..

Export All Data Sheets to Excel

4.2 CFX96 DX

Select Export > Seegene Export.

; Export All Data Sheets  » |

|G} Custom Export...
|

|L" Export to LIMS Folder...

I Seegene Export

4.3 AB7500(7500 System SDS Software Ver. 1.4)
« The version 1.4 of AB7500 Software requires exporting two files. (Results file, Delta Rn
file)

@ Results file (Ct file)
First, export a file containing information such as Ct values to the path of File >

Export > Results.

m 5=8 Yiew Tools Imstrument  Analysis  Window  Help

[ Mew... ChrHN
5 QP Crl+o
- Close = . =
% ] i ¥ Dizsnciation ¥
ey Fr
Sawe As...
Impart Sarmple Setup Chrh+l

Sample Setup, ..

‘Wiew Exported Resulks,,,

| Calibration Data...

Prink Setup.. .
Print Preview Spectra...
Prink. .. 4P Component. .,
| DekaRn...
L anyCTHG vatiation test_2 ch
2 Any CTNG_110219 Dissodiation 13
3 Any HSY12 TOCE 2011-10-27 clinical test(24ea, IC S00fg) e
| Exit _r
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Select the location where the exported file will be saved and enter the file name.

Select Results Export File @

Saven |‘;J Export _-.J & % B

&

Iy Recent
Documents

E;
Deskiop

&

My Documents

My Computer

My Metwork  File name: |F\asu|ﬂ = Save
Places
Save as lype: |Hesults Erport Files " cav] - Cancel

Do not check anything in the Export Settings.

Export Settings . I

[ Export only selected wellz

[~ Apply Beport Settings for Data Columns

B Cancel

® Delta Rn file (Graph file)
Second, export the file with graph data to File > Export > Delta Rn.

HES Wiew Tools  Instrument  Analysis  Window  Help

Mew... e+ |

Qpen... Chrl+0

Close ; o

S &Dlssumatmn ?Repur

Save As...

Import Sample Setup Chrl+1

Sample Setup...

View Exported Results. ..

Calibration Data...

Print Setup...

Print Presiew Spectra...
Prinkt... Chrl4E Campanent. .
Delta R, .,
1 anyiZTMG variation test_2 =
2 80y CTHG_110219 Dissociation 4

3 Any HSY1~2 TOCE 2011-10-27 clinical kest{24es, 1C B00Fg)

| Results...
Exit I— ' I S ]

™T T

The exported Delta Rn file must be named '-g' at the end of the Results file
name.

ex) Results file name: Result.csv, Delta Rn file name : Result-g.csv
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4.4 AB7500(7500 System SDS Software Ver. 2.0.5)

Select File > Export.

3 7500 Software Voo ST

File | Edit

Instrument  Analysis

T

Mew Experiment
Mew Study
Open...

Close

L3

Ctrl+0

Save

Save As...

Save As Template...

Ctrl+3

Ctrl+T

Import...

Export...

Create Slide_..
Print
Frint Report...

Exit

Set the Export Properties as follows and press the Start Export button.

3 b

| Evport Fropert

Export Properties T Custorrise Export ]

1. Select data to export:

|¥] sample Setup

[¥] Raw Data

[¥] Amplification Data
[”] Gene Expression Data (By Technical Replicate)

2. Select one file or separate files: QOne File

[¥] Multicomponent Data
[] Gene Expression Data (By Biological Replicate)

Select to export all data in one file or in separate files for each data type.

23
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5. Analyzing Raw data with Seegene Viewer

You can analyze the results in 3 ways. (Automatic, Manual, Plate Barcode)

5.1 Automatic analysis

@ Select the file exported from the Real-time PCR instruments and click ‘Open’ button.

File Edit Option Help

ﬁ@a B 02) (@) (> 5~

PRODUCT @ Seegene
Untitied % | &
@ e F & o = B
1 3
i A || « seegene_Method_Setting » FEHOIH » RPFull » QuantStepd v o
B Organize ~ Mew folder
£ This PC g MNome ) Date modified
P “Jl 3D Objects B3] admin_2018-D4-12 14-50-22_CC009344_swab_plate2(0) - Quantitation Ct Resultslsx PM
i B Desitop B3| admin_2018-10-3111-38-12_BRID1661_6(0) - Quantitation Ct Resuftsxlsx PM
I Boscuments E3] admin_2018~10-31 11-38-22_BR100386_4(0) - Quantitation Ct Resultsaxlsx
] i B8] admin_2018-11-18 11-40-17_CC008365 (1) - Quantitation Ct Results.xlsx
H  Losloads B¥] admin_2019-03-18 13-12-02_BR101630-3 - Quantitation Ct Resultsuxlsc
b Music EF] admin_2018-03-12 13-12-02_BR101630-4 - Quantitation Ct Resultsxls
@ negat &=} Pictures B admin_2019-03-18 13-18-30_BR101032-1 - Quantitation Ct Results.xlsx
B Videos admin_2018-03-18 13-18-49_BR102345-2 - Quantitation Ct Results.xlsx
APPLY| i Local Disk (C) B3| RP1_3 - Quantitation Ct Resultsxisx o
— Local Disk (D) B RP1_4- Quantitstion Ct Results xlsx
= manust (110101 %STARIR4-1 - Quantitation Ct Results.xlsx
- El<| STARIet 4-2 - Quantitation Ct Results.clsx
= 5
= VD_SWZHEE (Y
¥ Metwork W 5
File name: [| | | cPxos Expor Data (“alsi; "5
@ Select the TestKit to apply to the selected file.
& seegene Viewer - o X
File Edit Option Help
fNO@E B @ > B |mova @ Seegene
admin_2014-11-03 11-28-32_CCO10954 allrp] sensi2 — Guantg ¥ | PRODUCT Allplex™ SARS-CoV-2 Assay
: Allplex™ SARS-CoV-2 Assay (extraction-free) Allplex™ SARS-CaV-2 Master Assay (BIOplastics 8 strip)
° WELCRIATE o I Allplex™ SARS-CoV-2 & RV Essential Assays (8 strip) Allplex™ SARS-CoV-2 & RV Essential Assays (BIOplastics 8 strip) g
2 3 4 5 8 7 8 9 1001 R Allplex™ SARS-CoV-2 Master & RV Essential Assays (BIOplasics 8 strip) Allples™ SARS-CoV-2/FluA/FIUB/RSY Assay
0000000000 Allplex™ SARS-CoV-2/FluAVFIUB/RSV Assay (extraction-fre) Allplex™ SARS-Cov-2 Variants | Assay
: 900000000 Allplex™ SARS-Cov-2 Variants | & || Assays Allplex™ SARS-CoV-2/FIUA/FIUB/RSY & Variants | Assays
9900000000 Allplex™ SARS-CoV-2/FIUA/FIUB/RSV & Variants | & || Assays Allplex™ GI-£B Screening Assay
r 9900000000 2 Allplex™ GI-Helminth() Assay Allplex™ H. pylori & ClariR Assay
E ° ° ° o ° O o ° ° = Allplex™ Vaginitis Screening Assay Allplex™ MTB/MDR/XDRe Detection
F ° ' ‘ ‘ ' ' ‘ ° ° Allplex™ MTB/MDRe Detection Allplex™ MTB,/XDRe Detection
Allplex™ CT/NG/MG/TV Assay Allplex™ MG & AziR Assay (8 strip)
j o o ° ‘ ' ‘ ‘ ° o ) Allplex™ RV Essential Assay (96 film) Allplex™ RV Essential Assay (BlOplastics 96 film)
Allplex™ Entero-DR Assay Allplex™ Meningitis-v1 Assay s
@ Negative @) Postive (@ Invalid [ comsine Allplex™ Meningitis-B Assay Allplex™ Meningitis Panel Assays °
Allplex™ STI Essential Assay (8 strip) Allplex™ STI Essential Assay @ (MH.UU)
@ APPLY RESULT Allplex™ Genital ulcer Assay (8 strip) Allplex™ Genital ulcer Assay (96 cap) o
Vel Ifa Allplex™ Candidiasis Assay (56 cap) Allplex™ Candidiasis Assay (96 film) fzontal
1 Sampls No _ Patient Id Wel Name Fios Allplex™ Bacterial Vaginosis Assay (36 film) Allplex™ Bacterial Vaginosis plus Assay (8 strip)
o A0l 10°3.ASVA | SAMPLE Allplex™ STI EA/GU/CA (8 strip) Allplex™ ST EA/GU/CA (96 cap) Y
& S || LA StieEe Allplex™ STV EA/GU/CA (96 film) Allplex™ Respiratory Panel 1 (8 sirip)
[m] col 10°3.FIUB | SAMPLE Allplex™ Respiratory Panel 1A (8 strip) Allplex™ Respiratory Panel 2 (8 strip)
=] D01 | 10°2FIuB | SAMPLE Allplex™ Respiratory Panel 3 (8 strip) Allplex™ Respirstory Panel 4 (8 strip)
=] e e Allplex™ Respiratory Panel 4 Combi (8 sirip) Allplex™ Respiratory Ful Panel (8 strig)
5] FO | 10.FB | SAMPLE Allplex™ Respiratory Panel 6 (96 plate) Allplex™ PreumoBacter Assay (96 plate)
] a0l FUE | SAMPLE Allplex™ Respiratory Full Panel (96 plate] Allplex™ Respiratory Panel & (96 film)
=] 202 |10°3.RSVA| SAMPLE Alllex™ G-Virus plus Assay (8 strip) Allplex™ Gl-acteria () Assay (8 strip)
] B02 | 10°_FluB | SAMPLE Allplex™ Gi-Bacteria () Assay (8 strip) Aliplex™ G-Parasite Assay (8 strip)
=] C02 | 10°3FluB | SAMPLE Allplex™ Gl Assays (8 strip) Allplex™ Gl-Bacteria (1) Assay (96 plate)
a D12 | 10°2.FuB |SAMPLE Allplex™ Gl-Virus plus Assay (96 film) Allplex™ Gi-Bacteriz (1) Assay (96 film) v
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@) Seegene

Seegene Viewer

® Check the analyzed result.

Seegene Viewer - [m] %
File Edit Option Help
-{kﬁ {‘_‘) {jal\ \ﬁ ( r;»r IEI’ > @ v Allplex™ Resplratory Panel 1 (8 strip) @ Seegene
adrin.2018-10-31 11-36-12.BR1DIE1_6(0) ~ Quantitation Ct Results xlsx % | 1|
o WELL PLATE o 7 WELL GRaPH o
1 2 3 4 5 8 7 8 8 10 1l 2 [FaM RIHEX [Cal Red 610 [ Quasar 670
100000000000
1900000000000
000000000000
' 000000000000 ;
:000000000000 °
900000000000
00000 000 R .
G0 0 Jc fele X ) I Xe Xe )
0 10 20 20 40 0 10 20 30 40
@ negativ: @ Positive (@ Invalid [ cemsine eyl (G 1l Gyele (Graph 2)
S eppLy RESULT o
Wl o | Posiive Find (1]~ ® Vertical O Horizontal
FAM HEX CalRed 610 Quasar 670
[1 sampleNo  Patientld  well  Name Type
RSVA  C) FuA C) RSVB €  FuB  CM)  FuAHIAmOS € FuAHT  C0  FuAHI
[} A0l SAMPLE 3036 /A - WA - /A - /A - E: - nea e
0 801 SAMPLE 3637 /A N/A - N/A - N/A - N/A
O col SAMPLE = H/A /A = /A 2 i) < )
[} 001 SAMPLE = N/A N/A - N/A - /A - /A
[} En1 SAMPLE - /A /A - /A - NzA - H7A
[} FOI SAMPLE - /A /A = /b = /A 5 /A
[} ol SAMPLE - [ 320 = /A i N4 = N/
[} H SAMPLE - H/A 3660 - H/A - H/A - H/A
[} A savpLe [NER 3024 /A - /A - N7A - wea v
< >

5.2 Manual analysis

@ Select the file exported from the Real-time PCR instruments and click ‘Open’ button.

Nl ScegEnE Viewe
File

Edit Option

Help

PRODUCT

|
|
&« » 4 ‘& » ThisPC » Local Disk (C)
Organize v MNew folder
| QuantStepd A Mame h
| ST RS V2
| iTPLEX
| & OneDrive Kings
KMPlayer
| [ This PC !
- MSOCache
| B 3D Objects Nacnsoft
| [ Desktop OneDriveTemp
Documents Perflogs
& Downloads Program Files
| J‘ Music Program Files (x28)
| LA ProgramData
=
Python33
B Videos "
Python310
‘i Local Disk {C:) Recovery
| o= Local Disk (D) Seegene

= manual (110,101,

seegene Method Setting

Date madified

Viurene o e A

Type
e s

File folder

File foider
File folder
Filefolder
Filefolder
Filefolder
Filefolder
File folder
Filefolder
sider
File folder

File falder

Filefolder

File folder

10/5/2021 6:36 PM

File folder

pply

| @Seegene

Search Local Disk (C:)

Size A

v

File name:

w | | CFX96 Export Data (*xlsk; Tovx v

Open Cancel
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@) Seegene

Seegene Viewer

@ Drag the mouse to select the Wells to be analyzed.

Seegene Viewer

- o x

File Edit Option Help
DN TN SN N N N N [

(g} i’\g} (g) (é) /_9'/\ v@) {3} I@ | | propuct Apply @ Seegene

admin_2018-101-31 11-36-22.BR100306.4(0) - Quanitation Ct Results.ilsx x | =1 |

@ veLipiaTe 11 WELL GRAPH a

FaM [EHEX [ Cal Red 610 [ Quasar 670
09 08
08 0.8
07 07
06 506
E05 E05
0.4 04
03 0:3
02 0.2
.I 0 0.1
04 03
0707 08 04 o5 06 w7 08 09 ool 02 0F o405 08 o7 0g 09
@ Negatve @ Positve () nvalid [ comsine s ) S
D Ly RESULT o
WellTa | Positive Find [] L1 @ Vertical O Horizontal
O Sample Mo Paflentld  Well  Name  Type CalRed 10 OQuasar 670 Auto Inferpretatlon Comment
O -
O
O
O
O
O
O
O
]
O
O v
.
@ Select a TestKit to apply to the selected Wells.

BB seegene Viewer - o X

Flle Edit Option Help
Y

mo@® @ ® B mwua conly ) Seegene

admin_Z016-10-31 11-30-22_ B 100306_4(0) - Cuantiaion Ct Fe| ¥/ | PRODUCT B .
Allplex™ SARS-CoV-2 Assay (extraction-free) Allplex™ SARS-CoV-2 Master Assay (BIOplastics 8 strip)
‘ MELHREE Allplex™ SARS-CoV-2 & RV Essential Assays (8 strip) Allplex™ SARS-CoV-2 & RV Essential Assays (BIOplastics 8 strip) > B
Allplex™ SARS-CoV-2 Master & RV Essential Assays (BIOplastics 8 strip) Allplex™ SARS-CoV-2/Flus/FIUB/RSV Assay
Allplex™ SARS-CoV-2/FlUA/FIUB/RSV Assay (extraction-free) Allplex™ SARS-CoV-2 Variants | Assay
Allplex™ SARS-CoV-2 Variants | & Il Assays Allplex™ SARS-CoV-2/FIU/FIUB/RSV & Variants | Assays !
Allplex™ SARS-CoV-2/FlUA/FIUB/RSV & Variants | & || Assays Allplex™ GI-EB Screening Assay
= Allplex™ Gi-Helminth() Assay Allplex™ H. pylori & ClariR Assay
= Allplex™ Vaginitis Screening Assay Allplex™ MTB/MDR/XDRe Detection >
Allplex™ MTB/MDRe Detection Allplex™ MTB/XDRe Detaction >
Allplex™ CT/NG/MG/TV Assay Allplex™ MG & AziR Assay (8 strip)
Allplex™ RV Essential Assay (36 film) Allplex™ RV Essential Assay (BI0plastics 26 film)
Allplex™ Eritero-DR Assay Allplex™ Meningitis-v1 Assay L
@ vegaive @ Posidve (@) nvalid [ comsine Allplex™ Meningitis-B Assay Allplex™ Meningitis Panel Assays > P
Allplex™ ST) Essential Assay (8 strip) Allplex™ ST| Essential Asszy Q (MH.UU)

@ APPLY RESULT Allplex™ Genital ulcer Assay (8 strip) Allplex™ Genital ulcer Assay (96 cap) a
Wl | Allplex™ Candidiasis Assay (36 cap) Allplex™ Candidiasis Assay (96 film) lizontal
DI Semple o Palentid Wel - E Allplex™ Bacterial Vaginosis Assay (96 film) Allplex™ Bactenial Vaginosis plus Assay (8 strip)

O Allplex™ STI EA/GU/CA (8 strip) Allplex™ ST EA/GU/CA (96 cap) » [0
0 Allplex™ ST| EA/GU/CA (96 film) Allplex™ Respiratory Panel-1 (8 strip) |

0 Allplex™ Respiratory Panel 1A (8 strip) Allplexc™ Respiratory Panel 2 (8 strip)

0 Allplex™ Respiratory Panel 3 (@ strip) Allplex™ Respiratory Panel 4 (8 strip)

] Allplex™ Respiratery Panel 4 Combi (8 strip) Allplex™ Respiratory Full Panel (8 strip) >

=] Allplex™ Respiratory Panel 6 (96 plate) Allplex™ PreumoBacter Assay (96 plate)

] Allplex™ Respiratory Full Panel (96 plate) Allplex™ Respiratory Panel 6 (26 film)

[m] Allplex™ GI-Virus plus Assay (8 strip) Allplex™ GI-Bacteria (1) Assay (8 strip)

O Allplex™ Gl-Bacteria (1l) Assay (8 strip) Allplex™ Gl-Parasite Assay (& strip)

(] Allplex™ Gl Assays (8 strip) Allplex™ Gl-Bacteria () Assay (96 plate)

O Allplex™ Gi-Virus plus Assay (96 film) Allplex™ GI-Bacteria () Assay (26 film) v
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@) Seegene

Seegene Viewer

@ Click ‘Apply’ button.

Seegene Viewsr - o X
Flle Edit Option Help
) B | e repistay pael 1 650 ol 1¢= @ Seegene
¥ admin-2018-10-31 11-38-22-BR1003FE4(D ~ Quantitation Ct Hesul(s Rlsg % | J|
@ vewpate o i WELL GRAPH
BEERE SR o g Do Do
HoooouoRRLeRe . 0
08 0.8
07 07
08 | 086
Eos ! £os
0.4 0.4
08 03
02 0.2
01 [
0 T T T T T T T T T T 1 0 T T T T T T T T T T
- - 001 o2 0@ 04 05 06 07 08 08 [ 03 04 05 06 07 08 09
‘ Negative ' Posiilve w Invalid [ combine Cycle (Gragh 1) Gyele (Graph 2)
S PPLY RESULT
Wil | Positive Find (] @® Vertical O Horizontal
[ Sample Mo Patient Id Wall Name Type FiM HEX Cal Red 610 Cuasar 670 Auto Interpretation Comment
0 A
0
O
O
0
0
O
0
0
0
0 v
® Check the analyzed result.
EB seegene Viewer — o X
File Edit Option Help
D; @ 1\’/, Iﬁ v| Allplex™ Resplratory Panel 1 (8 strp) Apply @ Seegene
E adrmn 2018- m 31 11-38-22_BR 1D0386_4(0) - Quantitation Ct Resulfs.xisx % | & |
@ vepiae o Ll WELL GREPH a
1 2 8 4 § B 7 8 8 10 H 12| ZAFAM HHEX HICalRed 10 [ Quasar 670
00000000000 RSVA
900000000000 ™ L
000000000000 £ o
1900000000000 '™ [ x— ¢
‘000000000000
900000000000
0000000003600 | ; s ;
G - e e - - 1 fcXclc)
[] 10 20 30 i ] 10 20 30 40
@ nesative @ Positve (@) Invalid [ comsine G (g 13 BTG
D #ppLy RESULT ]
“Well Info” Aflplex™ Respiratory Panel | (8 stip) | Posiive Find [J [\ @ Vertieal O Horizontal
FAM HEX CalRed $10 Quasar 670
[ sampie No Patientid ~ Well  Name Type
RSVA  Cf FWA  Cf) RSVB  C) FuB  Clt)  FuAHIDImOS  C{)  FuAH1  Cl)  FuUAH3  C[)
O Al SAMPLE HZA - /A - /A - H/A - /A - s [{~
] B01 SAMPLE Neh - NeA - N/ - Neh - A - N/
] cal SAMPLE 3254 = N¢A - N/ - N7A - /& - N/
] ool SAMPLE - [ 385 [ - Hfh - A - [
] EDl SAMPLE z [ = h/4 /s = H/A - N/A - /s
[} Fol SAMPLE = N/ - Neh N/ - Neh - A - N/
] Gol SAMPLE - Ny - N/b B = N7A - N/ - /4
] HOl SAMPLE [ - H/A BT - H7A - /A - [
O #02 SAMPLE = sz | - | wea M = A - /A 2 e
< >
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@ Seegene Seegene Viewer

5.3 Analyzing with Plate Barcode

o Alert: In order to use the ‘Analyze with Plate Barcode' function normally, Plate

Barcode must be set in Settings > Nimbus/STARIet Settings > LIMS (.plrn).

@ In order to analyze with Plate Barcode, as shown in the example below, there must be

a exported LIMS (.plrn) file in a designated folder named Plate Barcode.

[Example]
Plate Barcode Folder Path . C#Seegene Method Setting#plrn#Plate Barcode]
Plate Barcode File name [Plate Barcode] . /0071234

= (] S
L2)
- Ty
B | SR il
= = HiT A = e 7
) ok =0 -
i ME E7| =g
& v M « Seegene_Method _Setting » plm  » 1001234 » (B | JOD1234 i P
. ~ = &
& Y4 PC =
B 3D 7R QuantStepd
4 Downloads Quantsteps
E say l,j] plrn, STARlet, 2018-07-31 14.42.36, GI-P, J001234.pln
B =x
B BT ot
&= A
D 22
. EE OAS )
22 023 o) v o€ 5

e \':;55| =

@ Select ‘'Open’ from the menu to open the Plate Barcode file (.plrn) you want to

analyze. And select ‘'Yes’ from the message as follows.
a

Fle Edit Option Help

pE@EE®@® B |[wow

@ Seegene
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@) Seegene

Seegene Viewer

® Enter the Plate Barcode information that can be checked in the LIMS (.plrn) file.

P

File Edit Option Help

( PRODUCT @ Seegene
New paradigm for
Moleculal @ e sacose x
T Aeesucate |
2 new paradigm for moleculal ‘ oK ‘ = ]
ance
SRR
b
e
@ Check the analyzed result.
D Seagene Viewer &= [m] X
File Edit Option Help
| Allplex™ SARS-Cov-2/FluA/FIUB/RSY Assay (extraction-free) @ Seegene
i =l
@ veLLpLaTe o WELL GReRH s
I 2 3 4 5 B 7 8 8 10 Il 12 AFAM BIHEX [ CalRed 610 [ Quasar 670
Mesesssssses . S
B
900000000000 ™ Beere— 1000
' 000000000000 ™ g 7
t000000000000 " 54
Fr000000000000 250
000000000000 |- sewe
G I I IO OO - I IO ) 250
0 10 20 30 40 '] 10 20 30 40
@ tegaive @ Positive () Invalid [ comsins — [—
D eppLY RESULT s
 Well Tnfo Allplex™ SARE-CoV-2/FIUA/FIUB/REY Aesay (extraction-free) | Postive Find (] | @ Vertical O Horizontal
FAM HEX Cal Red 610 Quasar €
[0 sample No Patient Id Well Name: Type
S gene ciy RSV ciy RdRP gene o FluB. city Ngene iy Flu A o) Endo IC cy
O SEEGENE | ani KOREA SAMPLE a2 | /A : NZA N /A = Nk - Ngh e | o
] Name 2 BOI KORES SAMPLE 3752 N/& - N/& - N/ - N& - NA 2153
] Name 3 cn TEST SAMPLE - /&, N/& - /B - N& - MAA 27,35
i Name 4 Dot SamplelD 4 SAMPLE - /A /A - N/A - H/b - M/ 2193
a Neme5 | Egl | SempleiD5 | gAMPLE - N/A EES - N/A - hfh - N/A 2153
&) Narme 6 FoI | SamplelD6 | samPLE - /A - /A 56 %) - NZA - NeA 2151
a Name 7 | ol KOREA SAMPLE - /& - /A - N/A 3183 - N7A - /A 342
] Name 8 | Hpi | SamplelDB | sAMPLE - N/ - N/A - NeA 301 - N7A - NeA 25,08
] Neme8 | sz | SempleDS | sawpie DO wgs | - | nga - /A N/A = WA |- NAA amn | v
<
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@) Seegene

Seegene Viewer

« The analysis result can be exported to an Excel file.

O apeLy pesaT a
Well 25 Positive Find (1173 @ Vertiesl () Horizomal
1 sampleNo  Patenthd  Wen Tipe FaM X EsiRed 810 Qussar 670 Mito Inepratation
. | msva | cw | ma | cm | wsve | e | ms | cm | measaperee | cm A o ) o s
0% - WA - A - | - [ = N/ - Wi
- Pvd | e | wev | o | Pz | e | ewi | o AV et HEV o ) <)
IS - [ - A - [ nE WA - [
@ ot | ocar | e | meov | cm | zamE | em | mss | cm R om om o e
ETEr I 7 I 7 S T 3 [ mm
o s | om | e | on | w | an | e | cw [ 0 3 i e )
I - o [ - s - (73 EE) - WA [
o T rsva | o Fuh | o | msve | o | mwe | Cm | P AKIpam0s o Pl A MY o A o
w0 | - | WA - ww | - [ wa ] = [ na [ - Wk
= Pvi | e | wev | o | ez | oo | ewi | om v £ WEV o v )
- - | owa - WA - N - [ BE [ - [
ot MWL oom [ om | weev | o |z | oo | mm | om RV o o o
w5 | - [ wa | - [ ww | - | wa| [
o | [ o [0 oy | eep | o e 0 [T o 3 on)
- T | - Twa [ - Tww| - A im ) 73

6.2 Select File > Export menu.

il |
Cpen
Save

' Print
| Export
HLT
Save WorkList(plrn)
Exit

6.3 When

exporting to an Excel file, the form of the file is as follows.

Gosa| - [val - Iwal - wal - lwal - [wal - lwa]
sanapte - LvAL - Iwal - wal - na] oso| - {wal - |wa

"RSV AAdV,0C43,MP"
Gosr| - [val - Iwal - wal - twal | | | |
[ Twal - Inal - Iwal - [wa] e - lwal - |wa
osr| - [val - Iwval - [wal - [wal - [wa| - |wa|
oo - lwal - |wa RS ARGV OCASAE

6.4 The extension of the Excel file can be changed from Settings > Export File Format.
‘Export File Format 3
Expaort All *
Export Melt Temperature ]

v | KLSX
sy
ALS
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@ Seegene Seegene Viewer

»  The analysis result can be printed.

7.1 Select the analysis result to print.

B aepiynesiar
T — Pasitive Find (154 @ Vestical O Mart
(D] SomoleNo  Patentid  Wed  Wame  Type AN HEX Cal Red 810 Guasar 70 At interpretation
00 | msva | cw | mua | oo | Rsve | cw | MR | cm | Paasipdmes | cw Al 6 PuAB) cm
0% wa | - | wa A | - | wm - [ - WA
s Ve o fitd on vz n Pt o AV o HEV om vy cm
Wh | - | wa | - | wa | - | wa 0% 7] [y
i 01 oca1 | cw | umov | oo | 2 | o | me | om HRY cm o LU e e
;o | - | wa - wa | - | e | - | wa
A10 = om w oan " n Lead o P om a om e cm
I Wh | - | wa | - | wa | - | wa T - Wh - 73
ot RSVA | Cw | FwA | O | RSVE | €0 | mMB | O | Puaditoemos ) s o A o
=3 A - A na | - | wa - WA = [
= | Pva | cin | mev | oo | Pva | cm | ewi | o v cm HEV om () cm
A A NiA - A B® WA A/A
sampLE RV, e
b wor 0cd1 | Cm | WBoW | e | 2 | ol | W8y | oo ] ) o 0 i
X WA [ - na | - | e
o | cm | b | oo | m | cm | e | tm 3 o e o 3 .
| [ wa WA WA | - | A A% WA [

7.2 Select File > Print menu.

(Fiel

Open
Save

Print

Export

HL?

Save WorkList(pir)
| Exit

7.3 When selecting the Print menu, the following screen appears.

Print Manager X
Print Type @ 3 @ Output Type 0 o o Loga Image 9

G ® imegration] [E Include Binding || O individus] [~ Inciude Coriet ] E=3 [ Deiete |
e el

Allplex™ Respiratory Full Panel (8 strip)

Operator B |
NIMBUS/STARIet Operator
Date

Extraction Reagent Lot No
Lot Expiry Date

PCR Reagent Lot No

Lot Expiry Date

Pasitive Control Lot No
Lot Expiry Date

DWP Barcode

Plale Barcoge
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@ Seegene Seegene Viewer

@® Print Type > Integration

It is used to output the results of several wells at once in the form of integration.

BB Print Manager

Print Type Output Type Logo Image
@ Integration [ Include Binding O Individusl | Include Print POF Image Import Dalata
Tile * Report
1<) (<)l & > (31 ) | Pagetidih
,
™ H 1
Allplex™ Respiratory Full Panel (8 strip
o [ [ | = o I = S I B BT T
e B O 20 NI 208 R B N
B B o A M M M I
P | o | WPV | Qg | P | Cf | PIVI cw | AV | el | HEV | Crg [ PWE | qld ic ci
ball it T 7 By IS [y TSy TS I T R BTV [ T
SMPLE | | o | v | o0 | | o | e | Gw | PRV | em Eo) | ©c |k e
o e
e I o e g e B e s
aw e s [ao [ a9 [ m o [er [ow | we [om [op [ao [ op [an | 1c |cn
R S N NS R RS N L]
s o B -7 . o T oy B e T e A
i B e B R e R B e R R B
—— ooy oo o o e e T e
S I S R N R R Y RN R 2
INPLE e | g [FeeV | g [ 2 | oy | e | cw | ARV | e D) Q| c | com e
BT (664110697481 -
o o
B [smnnomszs s Jas [t [ | w [cw |epp [cw [ W Jeio [op Joo [P [au | e [cu
& e RSVA | CI§ | FuA | Ot |FSVE | G | FuB | Ciy | pdwdd | €8 H £ H at I it
R L T A b R R
T [EETerTer e e e T T T T e e e
R I 0 B e T B Y £
iR W (e
oo | [ o [ BT o L en o [ o
& Doiide
L A A e
| S e T e o e e
S L S T R S TS0 M A o [T e
e e B I W R sl e P N e W )
® Print Type > Include Binding
B Print Manager
Print Type Output Type Logo Image
O Integration | Include Blnding @ Individual [ Include Control Print PDF Image Import Delste
FReport
K<) o > (>0 ) fomz ~
TM 1 H
Allplex™ Respiratory Full Panel (8 strip
Sample No
Patient Id Patient Name
Well [AD1, AD4, A07, A10] Data Analysis Time 2021-06-02
-SAMPLE -
e =) T e NN
Psva| o [Fua | cty [Psve | ct) [AuB | cop [pdmos | Ci) H cH HI oy ic ct)
e | - [ wa | - [wa | - [wa | - [wa ] - e | - [ ne e m
N N R M
T om e ol & T o] e o o] = [roa| & | v I e
—-
OC43 | Cfj |HBoW | Cp) | 229E | Cf) | NLEI cf HRY e oy o ic ce)
O EEEE 3 % Ni& = N = A D EHE
T N T e B A T
T e Tt e W e e
-POSITIVE CONTROL -
At it - o G
-NEGATIVE CONTROL -
Auto Interpretation - Megdive Control () v

@ Print Type > Include Control

Check when trying to include Control in the printout.
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@ Seegene Seegene Viewer

® Output Type > Print

Print the analysis results with a connected printer.

® Output Type > PDF

Print the analysis result as a PDF file.

@ Output Type > Image

Print the analysis result as an Image file.

Logo Image > Import
Import the logo image to be placed in the analysis result printout.

a. Example with logo image in the integrated type printout

Tile | Aeport

Allplex™ Respiratory Full Panel (8 strip)

Operalor
NIMBUS/STARlet Operator
Date

Extraction Reagent Lot No
Lot Expiry Date

PCR Reagent Lot No

Lot Expiry Date

Positive Control Lot No
Lot Explry Date

DWP Barcode

Plate Barcode

b. Example with logo image in the individual type printout

Repart
K) (<)) P > ) (1) [pagemah | v
o
! f o
(1] 10 20 a0 40 o 10 20 l‘ﬂ 40 50
Cycle (Graph 1) Cycle (Graph 2)

admin_2018-10-31 11-38-12_BR101661_6(0)

® Logo Image > Delete

Delete the logo image on the analysis result printout.
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